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FIGURE 1 



l 

ATGGCTCCCTTAGCCGAAGTCGGGGGCTTTCTGGGCGGCCTGGAG 
MetAlaProLeuAlaGluValGlyGlyPheLeuGlyGlyLeuGlu 

46 

GGCTTGGGCCAGCAGGTGGGTTCGCATTTCCTGTTGCCTCCTGCC 
GlyLeuGlyGlnGlnValGlySerHisPheLeuLeuProProAla 

91 

GGGGAGCGGCCGCCGCTGCTGGGCGAGCGCAGGAGCGCGGCGGAG 
GlyGluArgProProLeuLeuGlyGluArgArgSerAlaAlaGlu 

136 

CGGAGCGCGCGCGGCGGGCCGGGGGCTGCGCAGCTGGCGCACCTG 
ArgSerAlaArgGlyGlyProGlyAlaAlaGlnLeuAlaHisLeu 

181 

CACGGCATCCTGCGCCGCCGGCAGCTCTATTGCCGCACCGGCTTC 
HisGlylleLeuArgArgArgGlnLeuTyrCysArgThrGlyPhe 

226 

CACCTGCAGATCCTGCCCGACGGCAGCGTGCAGGGCACCCGGCAG 
HisLeuGlnlleLeuProAspGlySerValGlnGlyThrArgGln 

271 

GACCACAGCCTCTTCGGTATCTTGGAATTCATCAGTGTGGCAGTG 
AspHisSerLeuPheGlylleLeuGluPhelleSerValAlaVal 

316 

GGACTGGTCAGTATTAGAGGTGTGGACAGTGGTCTCTATCTTGGA 
GlyLeuValSerlleArgGlyValAspSerGlyLeuTyrLeuGly 

361 

ATGAATGACAAAGGAGAACTCTATGGATCAGAGAAACTTACTTCC 
MetAsnAspLysGlyGluLeuTyrGlySerGluLysLeuThrSer 

406 

GAATGCATCTTTAGGGAGCAGTTTGAAGAGAACTGGTATAACACC 
GluCysIlePheArgGluGlnPheGluGluAsnTrpTyrAsnThr 

451 

TATTCATCTAACATATATAAACATGGAGACACTGGCCGCAGGTAT 
TyrSerSerAsnlleTyrLysHisGlyAspThrGlyArgArgTyr 

496 

TTTGTGGCACTTAACAAAGACGGAACTCCAAGAGATGGCGCCAGG 
PheValAlaLeuAsnLysAspGlyThrProArgAspGlyAlaArg 

541 

TCCAAGAGGCATCAGAAATTTACACATTXCTTACCTAGACCAGTG 
SerLysArgHisGlnLysPheThrHisPheLeuProArgProVal 

586 

GATCCAGAAAGAGTTCCAGAATTGTACAAGGACCTACTGATGTAC 
AspProGluArgValProGluLeuTyrLysAspLeuLeuMetTyr 

631 

ACT 
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FIGURE 2 


Query: 


170 


Sbjct : 


2 


Query : 


230 


Sbjct : 


62 


Query: 


290 


Sbjct : 


122 


Query: 


350 


Sbjct: 


182 


Query: 


410 


Sbjct: 


242 


Query: 


- 470 


Sbjct: 


302 


Query: 


530 


Sbjct: 


362 


Query : 


590 


Sbjct: 


422 



TGGCGCACCTGCACGGCATCCTGCGCCGCCGGCAGCTCTATTGCCGCACCGGCTTCCACC 229 

III II I I II II II I II lllllll ll III I II II II III 

TGGATCATTTAT^AGGGGATTCTCAGGCGGAGGCAGCTATACTGCAGGACTGGATTTCACT 6 1 
TGCAGATCCTGCCCGACGGCAGCGTGCAGGGCACCCGGCAGGACCACAGCCTCTTCGGTA 289 

I I III I III I II I I Mill III II I MMIIIMI II II I 

TAGAAATCTTCCCCAATGGTACTATCCAGGGAACCAGGAAAGACCACAGCCGATTTGGCA 121 
TCTTGGAATTCATCAGTGTGGCAGTGGGACTGGTCAGTATTAGAGGTGTGGACAGTGGTC 349 

I lllllll llllll I llllllll 1 1 1 1 1 1 1 1 Ml MM 1 1 1 1 1 M I M I I 

TTCTGGAATTTATCAGTATAGCAGTGGGCCTGGTCAGCATTCGAGGCGTGGACAGTGGAC 181 

TCTATCTTGGAATGAATGACAAAGGAGAACTCTATGGATCAGAGAAACTTACTTCCGAAT 409 

I I I I M M llllllll II II II II lllllllllll Mill II II I 

TCTACCTCGGGATGAATGAGAAGGGGGAGCTGTATGGATCAGAAAAACTAACCCAAGAGT 241 

GCATCTTTAGGGAGCAGTTTGAAGAGAACTGGTATAACACCTATTCATCTAACATATATA 46 9 

I I II II II Mill Mill lllllllllll II II II II III llllll 

GTGTATTCAGAGAACAGTTCGAAGAAAACTGGTATAATACGTACTCGTCAAACCTATATA 301 
AACATGGAGACACTGGCCGCAGGTATTTTGTGGCACTTAACAAAGACGGAACTCCAAGAG 529 

I II I llllll 1 1 I I II I III III I II Mill II II II MM 

AGCACGTGGACACTGGAAGGCGATACTATGTTGCATTAAATAAAGATGGGACCCCGAGAG 361 
ATGGCGCCAGGTCCAAGAGGCATCAGAAATTTACACATTTCTTACCTAGACCAGTGGATC 589 

I II I III I II 1 1 1 1 llllllll MINIM IMIIIIIIIIMIMI I 

AAGGGACTAGGACTAAACGGCACCAGAAATTCACACATTTTTTACCTAGACCAGTGGACC 421 
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FIGURE 3 

>gb:GenBank accession number -ID: AB020858 | acc :AB020858 Homo sapiens 
genomic DNA of p21.3-p22 anti -oncogene of hepatocellular colorectal 
and non-small cell lung cancer , segment l/ll - Homo sapiens, 100000 
bp. 

Minus Strand HSPs: 

A. 

Score = 1430 (214.6 bits), Expect = 1.6e-126, Sum P(3) = 1.6e-126 
Identities = 288/289 (99%), Positives = 288/289 (99%), 
Strand = Minus / Plus 

Que ry : 289 TACCGAAGAGGCTGTGGTCCTGCCGGGTGCCCTGCACGCTGCCGTCGGGCAGGATCTGCA 

1 1 1 1 1 II 1 1 1 1 1 1 M II 1 1 1 1 M 1 1 II 1 1 1 1 1 M II I II II 1 1 1 1 1 M 1 1 1 1 1 1 II 1 1 1 1 

Sbjct: 15927 TACCGAAGAGGCTGTGGTCCTGCCGGGTGCCCTGCACGCTGCCGTCGGGCAGGATCTGCA 

Query : 229 GGTGGAAGCCGGTGCGGCAATAGAGCTGCCGGCGGCGCAGGATGCCGTGCAGGTGCGCCA 

I I I I II I II I I I II I I II II I I I II I I I I I II I I I I I I I I I I I I I I I I I I I I I I I I I I 

Sbjct: 15987 GGTGGAAGCCGGTGCGGCAATAGAGCTGCCGGCG - CGCAGGATGCCGTGCAGGTGCGCCA 

Query : 169 GCTGCGCAGCCCCCGGCCCGCCGCGCGCGCTCCGCTCCGCCGCGCTCCTGCGCTCGCCCA 

I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I I i I I I I I I I I I I I I I I I I I II I I I II I I 

Sbjct : 16046 GCTGCGCAGCCCCCGGCCCGCCGCGCGCGCTCCGCTCCGCCGCGCTCCTGCGCTCGCCCA 

Que ry : 109 GCAGCGGCGGCCGCTCCCCGGCAGGAGGCAACAGGAAATGCGAACCCACCTGCTGGCCCA 

1 1 1 1 1 1> I II 1 1 1 II 1 1 1 1 1 II I II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 MM I II 1 1 II 1 1 1 1 1 

Sbjct : 16106 GCAGCGGCGGCCGCTCCCCGGCAGGAGGCAACAGGAAATGCGAACCCACCTGCTGGCCCA 

Query: 4 9 AGCCCTCCAGGCCGCCCAGAAAGCCCCCGACTTCGGCTAAGGGAGCCAT 1 

I I I I II II I I I I I I I II I II I I III II I I I I I II I II II I I I I I I I I I I 
Sbjct: 16166 AGCCCTCCAGGCCGCCCAGAAAGCCCCCGACTTCGGCTAAGGGAGCCAT 16214 



B. 

Score = 1224 (183.6 bits), Expect = 1.6e-126, Sum P(3) = 1.6e-126 
Identities = 250/255 (98%) , Positives = 250/255 (98%) , 
Strand = Minus / Plus 

Query: 633 AGTGTACATCAGTAGGTCCTTGTACAATTCTGGAACTCTTTCTGGATCCACTGGTCTAGG 574 

I II II II I II 1 1 II I II I M 1 1 II 1 1 M 1 1 1 1 II III II 1 1 1 1 1 1 1 1 1 1 1 III 1 1 IMM 

Sbjct: 7257 AGTGTACATCAGTAGGTCCTTGTACAATTCTGGAACTCTTTCTGGATCCACTGGTCTAGG 7316 

Query: 573 TAAGAAATGTGTAAATTTCTGATGCCTCTTGGACCTGGCGCCATCTCTTGGAGTTCCGTC 514 

II I I I III II I I I M I I I II M I II I I I I I I I I II II II III I II I II I II II I I I I II 
Sbjct: 7317 TAAGAAATGTGTAAATTTCTGATGCCTCTTGGACCTGGCGCCATCTCTTGGAGTTCCGTC 73 76 

Query: 513 TTTGTTAAGTGCCACAAAATACCTGCGGCCAGTGTCTCCATGTTTATATATGTTAGATGA 454 

1 1 1 1 Ml I Ml I M I III 1 1 II II I II 1 1 1 1 1 1 M 1 1 1 II M 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 

Sbjct: 7377 TTTGTTAAGTGCCACAAAATACCTGCGGCCAGTGTCTCCATGTTTATATATGTTAGATGA 7436 

Query: 453 ATAGGTGTTATACCAGTTCTCTTCAAACTGCTCCCTAAAGATGCATTCGGAAGTAAGTTT 394 

II I II I II I I M I II I I I II M III I I II I I I I M II II I I II I I I M I II II II I II II 
Sbjct: 7437 ATAGGTGTTATACCAGTTCTCTTCAAACTGCTCCCTAAAGATGCATTCGGAAGTAAGTTT 74 96 
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FIGURE 3 (cont.) 



Query: 393 CTC - TGATCCATAGA 

III III I III 
Sbjct: 7497 CTCCTGAAAGAGAGA 



380 



7511 



Score = 530 (79.5 bits), Expect = 1.6e-126, Sum P(3) = 1.6e-126 
Identities = 106/106 (100%), Positives = 106/106 (100%), 
Strand = Minus / Plus 

Que ry : 391 CTGATCCATAGAGTTCTCCTTTGTCATTCATTCCAAGATAGAGACCACTGTCCACACCTC 332 

IMIIIIIIIIMIIIMIIIIIIIIIMIMIMIIIMIII IIIIIIIIIIIMIMI 

Sbjct: 9837 CTGATCCATAGAGTTCTCCTTTGTCATTCATTCCAAGATAGAGACCACTGTCCACACCTC 9896 
Query: 331 TAATACTGACCAGTCCCACTGCCACACTGATGAATTCCAAGATACC 286 

M 1 1 II II 1 1 1 1 1 i 1 1 1 i 1 1 1 i 1 1 1 1 1 1 M I i 1 1 1 1 II M I i 1 1 M 

Sbjct: 9897 TAATACTGACCAGTCCCACTGCCACACTGATGAATTCCAAGATACC 9942 
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FIGURE 11 
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FIGURE 12. 
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Figure 14. 
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Figure 15, Panel A. 
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Figure 15, Panel B 
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Figure 15, Panel C. 
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Figure 15, Panel D. 
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FIGURE 16. 
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FIGURE 16 (continued). 
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FIGURE 18. 
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FIGURE 20. 
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FIGURE 21. 
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FIGURE 22. 



Attorn< 



ketNo. 15966-557CIP2 



S 

o 

V) 

a 
o 



1.800 

1.600 

1.400 _| 

1.200 

1.000 

0.800 

0.600 

0.400 

0.200 

0.000 



Cells: 786-0 (human renal carcinoma) 




■ 
■ 





None Control 20858 20858 20858 20858 

(2.5 ng/ml) (10 ng/ml) (25 ng/ml) (50 ng/ml) 

Treatments 



Sheet 25 of 29 




Sheet 26 of 29 



Attorn e™ketNo.l5966-557CIP2 



FIGURE 24 
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FIGURE 24 (ctd) 
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FIGURE 26 
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